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Panther Protein Family Viewer 



SEARCH: ^Categories ©families/subfamilies ||apqptosia | © 



SPECIES: E3#. sapiens EM musculus melanogaster 



Use Case Tips 



Categories ©: ®or ©and 



update families 



Families ©: 



update categories W gene list 
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SIGNAL TRANSDUCTION 
INTRACELLULAR PROTEIN TRAFFIC 
PROTEIN TARGETING AND LOCALIZATION 
TRANSPORT 

IMMUNITY AND DEFENSE 
ONCOGENESIS 
NEURONAL ACTIVITIES 
MUSCLE CONTRACTION 
BLOOD CLOTTING 
HOMEOSTASIS 
SENSORY PERCEPTION 
DEVELOPMENTAL PROCESSES 
CELL CYCLE 

BLOOD CIRCULATION AND GAS EXCHANGE 



APOPTOSIS I 

CELL STRUCTURE AND MOTILITY 



ffl — □ CALPAIN THIOL PROTEASE C2CF10557 
Family tree Full MSA Pa rtial MSA 
»— □ |RELAX1N CF12004 | 
Family tree Full MSA Partial MSA 
EB — D WD DOMAIN-CONTAINING PROTEIN CF1 1 554 
Family tree Full MSA Partial MSA 
EB — Q CASPASE-RELATED CF10454 
Family tree Full MSA Partial MS A 
m — □ | INTERLEUKIN6CF11457 | 
Family tree Full MSA Partial MSA 
B— Q TRANSCRIPTION FACTOR ETS-RELATED CF1 1 849 
" — Q ETS-RELATED PROTEIN (SF11) 

0 ETS DNA-BINDING PROTEJN (SF2) 

> — D ETS-RELATED PROTEIN TEL (SF6) 

Q TRANSCRIPTION FACTOR TEL 2 (SF4) 

0 C-ETS-2-RELATED (SF1) 

— 0 gb def: lin-1 [caenorhabditis elegans) (SFO ) 
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TABLE 1 • Biological function enrichments in cell-cycle-regulated expression clusters 

Biological function 

ammino acid metabolism 
cell-to-cell adhesion 
chromosome segregation 
cytokine signaling 
cytosketetal reorganization 
DNA replication 
glycolysis 
G-protein signaling 
immune regulation 
intracellular transport 
ionic homeostasis 
mitosis and ceil-cyde control 
mRNA regulation 
muscular contraction 
neurotransmitter signaling 
PIP signaling 
protein phosphorylation 

translation 

Shown are representative biological a;dlrh a,1 atfehafowtera aehoahfoaowpojjoia uaortia faoeuw radscoia uewatipo ajftsdjfpa anoeija oiejapo 
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TABLE 19. Number of proteins assigned to selected Panther families or subfamiles in H. sapiens (H), D. 
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WEB TREE ATTRIBUTE VIEWER 

* 

Family: 1004286 

HIGHLIGHTED SUBFAMILIES 

• SF2-DNA (CYTOSINE-5)-METHYLTRANSFERASE 

• SF5-DNA (CYTOSINE-5)-METHYLTRANSFEfRASE 

B Display collapsed view Select subfamilies MSA Partial MSA 
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PANTHER Discovery Zone 



Panther Classification 



Protein Sequence: CP39928 



Family 



Subfamily 



SAM 
NLL- 
NULL 
score 



CYCLIC-NUCLEOT I DE-GATED CATION 
CHANNEL-RELATED (2129627) • 



qb def : (aeQ03455) cg!7922 gene product 
[drosophila melanogaster] (2129627SF1) 



-875.46 



CYCLIC -NUCLEOTIDE -GATED CATION CHANNEL 
(2129627:SF2) 



-390.97 



CYCLIC -NUCLEOTIDE -GATED CATION CHANNEL 
(2129627:SF7) 



-340.45 



CYCLIC -NUCLEOTI DE-GATED CATION CHANNEL 
(2129627:SF9) 



-301.98 



Family Level Hit 
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® internet 
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serine/threonine protein ... 








1083798 


1083798 


serine/threonine kinase receptor - rat 
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Panther Protein 

Function - Family Browser 

Tips Q 



SEARCH: (^Categories ©Families 
SPECIES (gene list): EH. sapiens E3M. musculus ED. melanogaster 



Categories 9: 



update families 



> or © and 



Families 9: 



update categories 



go to genelist 



1. Select Categories □ below. 

2. Click on "Update Families" button to view associated data. 
Selecting the V expands and -' collapses categories. 

EB — □ Molecular Functions -0 
B~- €fl Biological Processes -15 

^- — □ Carbohydrate metabolism 
— □ Amino-acid metabolism 

Lipid, fatty acid and steroid me tabolism 
^ — □ | Fatty acid metabolism | 
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■^Nirdear hormone receptor 



— D Q^eceptor 
i— Q Signaling molecule 



I receptor of steroid hormones that traverses the nuclear membrane to activate tn 



Fig. 28 
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Categories^: €21321© <§>or ©and 



1. Select Categories □ below. 

2. Click on "Update Families" button to view associated data. 
Selecting the '+' expands and '-' collapses categories. 

—\ 

B — ^53 Molecular Functions - 3 
$ — £3 Receptor 

G-protein coupled receptor 




Protein kinase receptor 



| Tyrosine protein kinase receptor 



D I Serine/threonine protein kinase rec 



g — □ Cytokine receptor 



Fig. 29 



Categories 9: 



update.families 



®or ©and 



1. Select Categories □ 

2. Click on "Update Families" button to view associated data. 
Selecting the '+' expands and - collapses categories. 



B — Molecular Functions - 3 
^ — s3 Receptor 

-Q G-protein coupled receptor 
8 — <5l I Protein kinase receptor 



I 



D | Tyrosine protein kinase receptor 



C 



Q I Serine/threonine protein kinase rec 



Cytokine receptor 



Fig. 30 
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Categories 9 : 



update families 



©or ©and 



Families 1 ?: 



go to genelist 



1. Select Categories □ below. 

2. Click on "Update Families" button to view associated data. 
Selecting the V expands and '-' collapses categories. 



Molecular Functions -3 
Receptor 

~~P) G-protein coupled receptor 
$— Q | Protein kinase receptor j 



Tyrosine protein kinase recept 



I Serine/threonine protein kinas 



EE) — □ Cytokine receptor 

| Q Immunoglobulin receptor family men 

a — •□ Ligend-gated ion channel 

j Q Nuclear hormone receptor 

l — Q Other receptor 
-O Signaling molecule 
£ — O Kinase 
EJ- — □ Phospatane 
E3 — q p| ateaue 

Eh— □ Select regulatory molecule 



1. Select Families □ and or subfamilies □ below. 

2. Click on "Go to Genelisf button to view associated data. 
Highlighted subfamilies correspond to searches with your selected categories 



Family tree 



C-TYPE LECT1N-RELATED FAMILY MEMBER CF1 0148 - (1/20) 
FuD MSA Partial MSA 



ffi — o 

Family tree 



SERINE/THREONINE PROTEIN KINASE CF 10467 - (3/10) 
Full MSA Partial MSA 



ffi— □ | TYROSlNE-PROTEIN KINASE RECEPTOR CF 10301 - (13/13) | 
FamOytree Full MSA Partial MSA 



& — □ 
Family tree 



CELL ADHESION MOLECULE-RELATED CF1 1 563 - (9/1 84) 
Full MSA Partial MSA 



Family tree 



TGF BETA RECEPTOR FAMILY MEMBER CF1 1901 - (22/35) 
Full MSA Partial MSA 



m — □ 
Family tree 



THAUMATIN-RELATED CF10172 - (1/19) 
Full MSA Partial MSA . 



Family tree 



CELL ADHESION MOLECULE-RELATED CF1 0489 - (1 1/95) 
Fun MSA Partial MSA 



ffl— □ 
Family tree 



PROTEIN TYROSINE KINASE CF1 1 795 - (31/70) 
Full MSA Partial MSA 



B — □ | EDNFANT B GROWTH FACTOR RECEPTOR-RELATED CF10817 (8/16)[ 
Family tree Full MSA Partial MSA 



Fig. 31 
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Families 9: CEETO&EEI <COESi 




1. Select families □ ana Subfamilies □ below. 

2. Click on "Go to Genelisf button to view associated genes. 
Highlighted subfamilies correspond to matches with your selected categories. 

BB—CI C-TYPE LECTIN-RELATED FAMILY MEMBER CF10148 - (1/20) 

Family tree Full MSA Partial MSA 

»— a SERINE/THREONINE PROTEIN KINASE CF 10467 - (3/10) 

Family tree Full MSA Partial MSA 

B---Q [TYROSlNE-PROTEIN KINASE RECEPTOR CF 10301 - (13/137" 

Family tree Full MSA Partial MSA 

9 — □ CELL ADHESION MOLECULE-RELATED CF1 1563 -(9/184) 



Fig. 32 
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Families 9: fUSSBSBEB 




1. Select families D and or subfamilies D below. 

2. Click on "Go to Genelist" button to view associated genes. 
Highlighted subfamilies correspond to matches with your selected categories. 



B — □ C-TYPE LECTIN-RELATED FAMILY MEMBER CF10148 - (1/20) 
Family tree Full MSA Partial MSA 



a—a SERINE/THREONINE PROTEIN KINASE CF 10467 - (3/10) 
Family tree Full MSA Partial MSA 



B-~-Cl I TYROSINE-PROTEIN KINASE RECEPTOR CF 10301 - (13/13) 



Family tree Full MSA Partial MSA 



a—O CELL ADHESION MOLECULE-RELATED CF11563 - (9/184) 



Fig. 33 



Families 9: — 



1. Select families □ and or subfamilies Q below. 

2. Click on "Go to Genelist" button to view associated genes. 
Highlighted subfamilies correspond to matches with your selected categories. 

ffl — Q C-TYPE LECTIN-RELATED FAMILY MEMBER CF10148 - (1/20) 

Family tree Full MSA Partial MSA 

ffl—Cl SERINE/THREONINE PROTEIN KINASE CF 10467 - (3/10) 
Family tree Full MSA Partial MSA 



EB-~g ITYROSINE-PROTEIN KINASE RECEPTOR CF 10301 - (137T3T 



Family tree Full MSA Partial MSA 



Familytn 



CELL ADHESION MOLECULE-RELATED CF1 1 563 - (9/184) 

Fig. 34 
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Families 9: fEEEEESIP «gggH 



1. Select families □ and or subfamilies □ below. 

2. Click on "Go to Genelist" button to view associated genes. 
Highlighted subfamilies correspond to matches with your selected categories. 



ffi-~a C-TYPE LECTIN-RELATED FAMILY MEMBER CF10148 - (1/20) 
Family tree Full MSA Partial MSA 



B— O SERINE/THREONINE PROTEIN KINASE CF 10467 - (3/10) 
Family tree Full MSA Partial MSA 



m—a ITYROSINE-PROTEIN KINASE RECEPTOR CF 10301 -(13/13) 



Family tree Ful^SA Partial MSA 




B— g CELL AD^ I n> pN MOLECULE-RELATED CF1 1563 - (9/184) 

Fig. 35 



Families?: JMHTOsmg* 



1. Select families □ and or subfamilies D below. 

2. Click on "Go to Genelist" button to view associated genes. 
Highlighted subfamilies correspond to matches with your selected categories. 

m—CJ C-TYPE LECTIN-RELATED FAMILY MEMBER CF10148 - (1/20) 

Family tree Full MSA Partial MSA 

O— O SERINE/THREONINE PROTEIN KINASE CF 10467 -(3/10) 
Family tree Full MSA Partial MSA 



a — □ ITYROSINE-PROTEIN KINASE RECEPTOR CF 10301 - (13/13) 



Family tree Full MSA Partia 



. MSA 
mvfE 



B— d CELL ADHESION MOLECULE 



f im jTEDCF11563-(9/184) 

Fig. 36 
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ProteinClassification 






23 Pantherrfamilies 

Browse ad hvixt search proteins 
organizetLyCelera's proprietary 
protein families and subfamilies. 



Fig. 37 



Panther Protein 



Function - Family Browser 

TipsP 



SEARCH 9: <§> Categories ©Families C 



CD 



SPECIES (gene list): EH. sapiens EM. musculus ED. melanogaster 



Categories 9 : 



update families 



<§>or ©and Q> 



Families 9: 



update categories go to genehst 



1. Select Categories □ below. 

2. Click on "Update Families" button to view associated data. 
Selecting the v expands and collapses categories. 

a — □ Molecular Functions - 0 

g — □ Biological Processes -0 



1 . Select families D and or subfamilies G below. 

2. Click on "Go to Genelisf button to view associated genes. 
Highlighted subfamilies correspond to matches with your selected categories. 



Fig. 38 
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SEARCH 9 : ® Categories ©Families j kinase 



Fig. 39 



Categories 9 : (§>or ©and 



1. Select Categories O below. 

2. Click on "Update Families" button to view associated data. 
Selecting the V expands and ' 



I Protein kinase receptor I 

Q | Tyrosine protein kinase receptor [ 

\ — Q | Serine/threonine protein kinase receptor l 
f — □ Cytokine receptor 

Q Immunoglobulin receptor family member 
O Ugend-gated ion channel 

D . Nuclear hormone receptor 

■0 Other receptor 
'Q Signaling molecule 

6— ffi Kinase] 

| Protein kinase] 



-a 



Tyrosine protein kinase receptor I 



Non-receptor tyrosine protein kinase I 



Serine/threonine protein kinase receptor] 



Non-receptor serine/threonine protein kinase I 



— Q ] Carbohydrate kinase! 
— Q [Nucleotide kinase I 
— Q lAmino acid kinase I 
— - 0 lOther kinase | 



Fig. 40 
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ProteinClassification 




M 


SJ Panthetfamilies 

Browse d nrvjxt search proteins 
organizeo^Celera's proprietary 
protein families and subfamilies. 



Fig. 41 



I Panther Protein 
Function - Family Browser 

Tips Q 



SEARCH 9 :® Categories ©Families [ 



SPECIES (gene list): EZ3H. sapiens E3M. musculus 0D. melanogaster 



Categories 9 : 



update families 



(Dor ©and 



Families 9: 



date categories 



go to genelist 



1. Select Categories □ below. 

2. Click on "Update Families" button to view associated data. 
Selecting the v expands and collapses categories. 

©■ — □ Molecular Functions - 0 

®"~Cl Biological Processes -0 



1. Select families □ and or subfamilies Q below. 

2. Click on "Go to Genelist" button to view associated genes. 
Highlighted subfamilies correspond to matches with your selected categories. 



Fig. 42 
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SEARCH 9: ©Categories ® Families |t-cell receptor 



Fig. 43 





Families £ : WBBM* • UBil 




1. Select Families □ and or subfamilies □ below. 

2. Click on "Go to Genelist" button to view associated data. 
Highlighted subfamilies correspond to searches with your selected categories 


ffl — □ I T-CELL RECEPTOR BETA CHAIN CF1 0022 (30) | 
Family tree Full MSA Partial MSA 




ffl* — □ | T-CEU RECEPTOR BETA CHAIN CF1 0433 (2/2) | 
Family tree FuD MSA Partial MSA 




ffl □ | T-CELL RECEPTOR BETA CHAIN CF1 0450 (3/3) | 

Family tree Full MSA Partial MSA 




ffl — □ I T-CELL RECEPTOR BETA CHAIN CF10452 (1/1) | 
Family tree Full MSA Partial MSA 




ffi~-Cl I T-CELL RECEPTORALPHA CHAIN CF10475 (10/10)1 
Family tree Full MSA Partial MSA 




ffl — □ | T-CELL RECEPTOR BETA CHAIN CF10481 (5/7) | 
Family tree Full MSA Partial MSA 




ffl — □ | T-CELL RECEPTOR BETA CHAIN CF10610 (6/7) | 
Family tree Full MSA Partial MSA 




ffl — □ I T-CELL RECEPTOR OELTA CHAIN CF10850 (3/3) | 
Family tree Full MSA Partial MSA 




BB— □ I T-CELL RECEPTOR BETA CHAIN CF10930 (1/1) | 
Family tree Full MSA Partial MSA 




ffl □ I T-CELLRECEPTORBETACHAINCF11424(7/12)| 

Family tree Full MSA Partial MSA 




ffl — □ | T-CELL RECEPTOR GAMMA CHAIN CF11488 (8/7) | 
Family tree Full MSA Partial MSA 




ffl — Q I T-CELL RECEPTOR BETA CHAIN CF10477 (2/2) | 
Family tree Full MSA Partial MSA 




ffl — ■□ I T-CELL RECEPTOR BETA CHAIN CF10449 (4/4) | 
Family tree Full MSA Partial MSA 




ffl— -CD I T-CELL RECEPTOR BETA CHAIN CF10451 (212) \ 
Family tree Full MSA Partial MSA 
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1. Select Families CD and or subfamilies D below. \ 
2. . Click on "Go to Genelist" button to view associated data. 
Highlighted subfamilies correspond to searches with your selected categories 




ffl — □ C-TYPE LECTIN-RELATED FAMILY MEMBER CF10148 (1/20) 
Family tree Full MSA Partial MSA 



Fig. 45 
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Function Family Browser Protein Families V : HMM Score Cutoff (<): -35 . o Display: 


ElSDlK update^X ex P° rt 1 














Hits 1-10 of 5414 [ page: (1) 2 3 4 5 6] 

• Sort results by selecting column title. Columns will sort in descending or ascending order. 




@) 


ID-protein 


Panther Best Hit - Panther ID 


Panther 




Species 








family (CF#) or subfamily (SF#) 


5cpre/Re,!atJon 


□ 


1. 


hCP43060 


BQN^ MQPPHQG^NKTIC PRQTEIN RAPTOR TYPE 1AfPP1.., 


-1071,99 


•M 


H. sapiens 


□ 


2. 


hCP?0073 


AQTIVIN RECEPTOR TYPE f fCFH901-$F30) 


-1068,05 


• ■• 


M. musculus 




3. 


hQP5773 


TGP-B^TA RECEPTQR TYPE I (QF11901-$F?8) 


-1046,96 




M. musculus 


□ 


4. 


hCP44799 


TGF-BETA RECEPTOR TYPE 1 fCF11901-SF26l 


-1043.75 


*•• 


H. sapiens 


□ 


5. 


hCP9004 


SERINE/THEONINE-PROTEIN KINASE RECEPTOR R3fCF1190... 


-1004.39 




M. musculus 




6. 


HCP18779 


TYROSINE-PROTEIN KINASE 7-RELATED (CF11901-SF167) 


-1004.39 


••• 


M. musculus 


□ 


7. 


hCP2QM9 


ACTIYIN RECEPTOR-UNE KINASE 7 (CF1t9Q1-SF30) 


-1Q34.S3, 


••• 


M. musculus 


□ 


8. 




TGF-P5TA RECEPTOR TYPE II (PF11901-5P^) 


-100^ r 0? 


••• 


M. musculus 


! □ 


9. 


hCP20668 


BONE MORPHOGENETIC PROTEIN RECEPTOR TYPE IAfCF1... 


-864.3 




M. musculus 


□ 


10. 


hCP518i?8 


ACTIYIN RECEPTOR TYPE IP fCF1190i-SF^) 


-980.95 




H. sapiens 


□ 


11. 


hgp39834 


ACTMN RECEPTOR TYPE II (CF11901-SF21) 


•689.85 


• •• 


H. sapiens 
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